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1) Build clusters (sets of nearly contiguous hits)
Cluster 1 Cluster 2
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2) Analyze clusters and "fill" systems

o Cluster 1: 1 represented system => System A o Cluster 2: several systems represented => Step #3
System A
C1=>5 3) Disambiguate Cluster 2 and then step #2
C2=>3
C3=>4
C4=>1
C5=>¢
Decision: Full System A detected.

o Cluster 2: 1 represented system o Cluster 3: 1 represented system




